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ZE #©
[JPBLO10 #ZFIH L CAEEINTZ a-T7 X 7 —F | IZ2\WT, &AM
Z I L7,

KWW 1% . Bacillus Iicheniformis Ca63 #k % 15 &= & L . Geobacillus
stearothermophilus C599 HRHRDOKE o -7 I 7 —EBE I FEZEANT H Z & TIFER
L7 JPBLOI0 ¥k ZFIH L CTEESINT- -T2 T7—¥TH D, KRNI, 7 ra—
AEAEED a- 14 FEEENMKRZEL, THFA M) U ROA Y THEE AR ST LHFET
HY ., NOEBIEICER IS,

EAn T 2 AR 2 FIH L CHLE STy O 22 M FEmE e | (CFpk 16 4
3 H 25 HEMLEZERIRGE) IZEOX | AR ORENE, HAERFINLEL
SINDZ T BEOEMEK T LILF—FRBEFEICOWTHER L7k R, 1EkRoEMN
WL bl U CHiic iCZ A2 9 BENOH 5 ER IR Lo Tz,

L7eni-> T, [PBLOIOBEZFIA L CTAESNTZ -7 I 7—8] [TV TiE, A
DREFEZ 72 5 I Z UL &l L7z,



R FEMPOBE
N

n :JPBLO10 B2 FIH L CAESNTZa-T X T —
M & R —F o/ IE

HZEE © )R A LR v U RS

BI¥EE : Novozymes A/S (7o ~—7)

ARUS I W% . Bacillus licheniformis Ca63 ¥ % 15 3= & L . Geobacillus
stearothermophilus C599 FRHEDSNE o-7 2 7 —PELEFEZEANTHZ L TE
L7 JPBLO10 Bk 2RI L CAE SNz -7 2 7—8BTH D, RISz, 7 v
A—ZHAEED a- 14 FEENMKIHEL, TFZ Y ROF Y THEZ AR SED
BERTHY ., NUOEBHILIER SIS,

I. EmEECENM
F1. REHFEMICEOTHERERE LTHWSHAMMRUBEFOREEVISER
FHBZAMNBRUHEBRZ AL DOEE
1. EROFMIOEERUVAEFICRETIEH
(1) AR, HEIFEREOE R
TERDUI DAFR, EFEX EIETIE, UTDEED TH D,
4 a7 I7—F (NM447) a
£ PE W : Bacillus subtilis NZYM-SO £
By : a7 27—
IUB No. : EC 3.2.1.1
CAS No. : 9000-90-2

(2) B&EHIE
NM447 1%, B#E, A, BFlSEo TRE2RCEbESNnN 5, AEEIL. RE
Az kvrEEsNn s,

(3) H&EKLOMEAERE
NM447 1%, MEPEZH LS —FFEOEZLHIEO BB THWH LD,
NM447 1%, R0 —FHBERR DO KPS CRilRlc X 0 KI5 T 5,

(4) HHuE
NM447 R4 TO/SHH - S U FHORIE 2 S du, Bz 100%
BT 5 ERE LEEEORK—BEREIL, 5.6 g TOS (Total Organic
Solids) /H/ kg KEECTH D (B 1) .

a ZAMEENKT LI-a-7 27— (201545 H 11 A'E#BH)



2. BEXRUEADNA
(1) 1EsFofs (F4) | HKAELKOHK
18 F1%. B. licheniformis Ca63 ¥k Cé 5., B. licheniformisCa63 #£1%, HR
NGBS NT-ERTH 5,

(2) DNA it GAROFEL . R4 T R4 F N OH K
-7 2T —8 (amyM447) Bis 1 DHGARIL, G. stearothermophilus C599
HTH D, prsAdBInTOMEGIRIL B licheniformis Ca63 HkTdH %,

(3) A DNA OME K OE A1k
amyM447 815113, G. stearothermophilus C599 kKD o -7 I 77—
(TS-25) D7 X/ BEESITHEE DT X/ WEEH L7 NM447 22— R 75,

TS-25 & bl U ClEVED M B LT\ 5, prsd Bin11E, WIRIN 32 et
HilfaE 2 X E T D PrsA % NV HEa— KT 5,

amyM4478n 8By NeEA T 77 —BIZEIVEES ) AOER
B FHEIZEAN LT, TOEE, —HOREBEEFEIZB W CEIs RO R
STz, prsA BB &y MIMEFERELZ I X EN R FEIEAN LT,
72 B ERBE FIEOEBEOBLR T2 H 60 UHXRKEIETND (BHR2),

3. BEXEDHFMIEE~DFARBRXIIBRERICRET 58 H
B. licheniformis 1%, E#ICH7= 0 &M BB OREICZ2IHEHA I
TW5, B licheniformisCa63 ¥i%, a-7T I T7—EDOAER L L THEHA I TN
50

4. BXOBHEBAFEICEYTSEH
B. licheniformis 7 A EABEMHEWE M O REBEMEWE L EET H LWV O HiE
1372 < ENREGYENIE TR R E L EE BRI W TS =TT 4 L
b (LR IBSL) &w9o, ) 14T 25 (ZHR3) .

5. BEREFHEBAFNYPOEERUVRAEEFICET EH
(1) #5A K OE Ry
RIS DR e L, UTD &R0 TH D,
5 4 0 NM447
BRhRS a7 27—
IUB No. : EC 3.2.1.1
CAS No. : 9000-90-2

(2) B&EHk
NM447 1%, JPBLO10 #RZ R & LT, ERD -7 I 7 —F L FEERIC, 1%
&, Al BAEEO TR CREESIN D, AR 2 RORE Az kv,



GTHE - BRES D,

(3) MKk OMEHFRE
NM447 1%, kD a-TIT7—FBLFEETH D,

(4) BRESy OME K OREROTMY & DL
NM447 1%, kD a-TIT—FBLFE—Th D,

6. REMFMICHE VW TRIAIPDE L ShLHBEEFHEBRZAFTMMEEROFTMI R
VHBEZA K LBEZDOHEER
(1) Bis T2 TN & kO
JPBLO10 ¥R DPFEAT D NM447 L0tk D B. subtilis NZYM-SO #EMFEA T
5 NM447 & OfHERIT, EERNRR DR TH D,

(2) Mz ik L15E
JPBLO10 #k & 153 & oFEE AL, JPBLO10 ¥KICIX amyM447 Ein1 KX
prsA BT FEASN TS ST RNICEEELR T2 RELTVWDLIRTH D,

IET1205 6 £ TS, AU K ORI D AFER O FLES R & 72 0 15 5 1¢E
ROTIMD K OIE LR DD LWL, LT OFHIBEIZHOW TR Z1T - 72,

g2 WBEICEHTSEE
1. EFLEOMERT (BR (F4A) -H%4%) [CEATLHEH
15 ¥1%. B licheniformis Ca63 ¥ CT& 5,

2. FRERVESEEETEVESOLEEICEAT 5FEE
B. Ilicheniformis 7MiM N O E4AIEMEWE # T 5 &V o EIT 7R <,
[ ST GSEMF ST T R S 22 2 B AR I3 1 D BSL1L 1AM T 5 (BIR 3)

3. FEMRUEHEEICEET 5FEHE
B. licheniformis (21X, JHEN~OZFAEM K OEBIEDOHE L2,

4. IREREONEEF(VAMILAE)ICEFELEINTULVEWC EICETSEIE
B. Iicheniformis \Z1%., JRIRMEDO AN KK 1 DIFIEZ RIBT DML 720,

5. BXEDEBKRORRERUVEEEEEEMEOLEICREAT SHIE
B. licheniformis OitixfE C& 5 Bacillus subtilis &U“ Bacillus pumilus 73 F
HILTCWBMN, BEME & FEAT D Bacillus cereus % & IXIAMEIZ X B S 41TV
%,



E3. NYF—ICHTHEH
1. AMRUBEICEAT 55
BARE AR X2 —pdPV042 KON pJPV035 DIERLZIL, Staphylococcus
aureus HkD 77 A3 K pE194 NHW BT,

2. HEICEHT 551H
(1) DNA OERE K ONF DR %~ 9 IH
77 A3 R pE194 OB O EEESIIH 6T >Tnd (B 4) |

(2) HIRREESR I L 2 Ol Z B4 5 FIH
7'7 A X K pE194 OfIREEREIC X 2 UIErHIIEB 52> T\ 5,

(3) BEAoOfFEREESZEE RN LT 5 FHHE
7T AR pE194 OHAFSNIA SN2 > TR Y, BRI OA E RS
ITE TR,

(4) A3 2 FIA
77 A FpE194 (121, =V Au~vA ¥V UMEEEFREEN TN D,

(5) {mEMEICE+ A3
77 A3 R pE194 121L, fInEEx vlHe & 3 DI IERYNIEE ATV,

(6) 18 FARAFMEICEE T 5 HIH
77 23 KN pE194 OERIBHMEESIL, Bacillus J& THRET 5,

4. HADNA, BEFEY. YURITRBERI 2 —OEEICEAT HEE
1. f@A DNA Dt S&KIZEET H5FIH
(1) AR, HREOGFICET 25
amyM447 &5 DO E5RIT, G stearothermophilus C599 ¥ CToH 5, prsA
BAR 1 O 54K1T B. licheniformis Ca63 £ TH 5,

(2) REMICBET 2FH
G. stearothermophilus |3, t NI 2 M Q%8 EAMEITH BTV
72\, B. licheniformis Ca63 #RIZEFDOME R H O . & MIxT 29 R M
K OFwREEMEITI BN TV, Zunid, ESLEYYENT e iR R R 2 4
EHHRBIIBIOINAA =TT 4 LUV LIZHEY TS (BR3)

2. A DNA RITBIEF MEVEMEY—H—BEFEEL. ) RUZDREF
EVOHEICET SFR
(1) ARG FO7 v—=2 7 IIEBFIECET % FHE



amyM447 8= 1%, G stearothermophilus C599 #£ X Y PCR iEIZ XV iR
L7 amyM &R ICALERFERZE BB ANEEZ AW TEEOT X B3 ER
THERAZEAN LT, F7-. B licheniformisCa63 ¥kHKED o -7 2 7 —F &R
F MO B. amyloliquefaciens DSM7 #kHKD o -7 X 7 —EBBIz T D 7T L
BoA &kl A G T BB iy 7 v & LTI E T,

prsAEfn1-1% B. licheniformis Ca63 #£ XV PCR EIZ L B L7T-,

(2) HEEEE OMEELRLS & il BRIV 1 & 2 B[ B9~ % 1K
ffi A DNA OHEFEHOKL O ELACA & il BRI SR (2 & 2 GIWT I3 5 72M 278 -
w5 (BRe) .

(3) fHANEIEFOMEEICE+ 5HE
amyM447 BN a2 — 3425 NM447 1%, 7V a—2BEAED o-1,4 #EE
MR L, THFARY U ROA) THERERSE LR THD (B B)
prsA B TIE, BRI A RET 2l & o X7 T D PrsA # L%
B & a— RFL, NM447 OEA s BN s (3H6) .
NM447 G20y &3 AEEERANL, MBS L LT 5 FRET) b H
INTEY, T LAF—FRMEZRET D& LR,
PrsA % R EIZOWTILT LA —iF 3L Ot 2 R4 2 13 7e
W, E£72. BRICEREMEEREOK T Lz INZYM-AV ¥RZFH L CTAEES N o
-TIT7—E| OAEEICHLEAINL TV,

3. BABGFRUNEVENME T —H—BEFORKRICEAH SEEHICEAT 5EIE
(1) FmE—F—ICBT5HH
amyM447 B+ KO prsA BliafDO 70T —X—%., amyL4199 7 v £ —
S —. amyQsc 7 aE—%— KN ery3A 7 E— X — TS5 P3 Vet
— &2 =W TH D, amyL4199 7 0T —X — KN amyQsc 7 02E—HX —(L, &
NWE I B. Iicheniformis Ca63 kKD amyL 7w t—4%— Kk Bacillus
amyloliquefaciens DSM 7 TKHEK D amy@ 7'vE—4% —IZEREZEALT S
DTH 5D, cry3A 7 vET—% —L, B. thuringiensis subsp. tenebrionis DSM
5525 HRICH KT 5 cry3A BB T OBAR T ot — % —EFTH S5,

(2) #—Ix—X¥—|ZBHT5FERA
amyM44 78 a1 D X — I 32— X —L. B. licheniformis Ca63 ¥k kD amylL
K — 3 F— X —FH N O B, clausii DSM8716 ¥RHI KD aprH % — I X —H —
BeSITH D, prsABLT DX —I X —F—E, B. clausii DSM8716 ¥k kD
aprH % — I 32— 4 —/¥|ThH %,

(3) T, fHAB(LFOIEIHIENZBE D 2 IR 2 AR VTZHEITIE, €
Ok, HEENHLNTHD Z L



amyM447 &5 1 OFRBHENZ. B. clausii DSM8716 ¥k D amyL RBS
BL# } Y B. thuringiensis subsp. tenebrionis DSM 5525 #KHI KD cry3A
mRNA ZZEBLFZ T WD, cry34A mRNA ZE(LECAIx, & hiEtE %2 R
THENIE e a— R T HBE O 0t —F —fIBIAFIET DB ThH 503,
By B a— RELHBIEE RV, £OED, A 2T 7 7 —LiEakii
H & HWTW S,

prsA B OFRBHENZ, cry34A mRNA ZE{bEcs 2 VT 5,

4. RYBZ—~OA DNA O#A S XICREET ZHEIF
7T AR R pE194 1. A T 77—V BIE W . cry34A mRNA 22 E{LECS,
amyL RBS/amyM447 Bic{Wrh EZ2HA L B EAH~T7 Z—pdPV042 %
VERL U 7=, AR, 7T A2 K pE194 |2 prsA &=+ R . cry3A mRNA 22 &1L,
PAEZFEA L, BInFHEAHANT Z—pJPV035 Z1ER LTz,

5. BEINERERERV2—ICEAT H5EIR
(1) M OGRS & I REESR 12 &K 2 U)W [X 12 BE 5 5 S 1R
Bl FEAFRY 2 —pdPV042 K& pdPV035 O 5k, Hha FLE A K O R
FEFRIC L DO HIIEIA S » T D (BIRT7, 8)

(2) JFAJE LT, mEPIITEE I NIRRT X —|2iZ. BRDSNO X R0 'E
RN TREAT DA =T V=T 4 v T 7 L —2NEENTWVRNT &
FH5—2— (2) |ty Th D,

(3) fEEICH L THWDRE ALK T, BT AHAFEN BN ¥ — Lk
THLNTHD Z &
AR TE AT X —pdPV042 & O pJPV035 EOEX T 5 AHIKIL, £
NWEI amyM447 Bin 3B > AN prsA B F3BL& » R OfEE T
H D,

(4) BAL XD ET2HHBNT Z—1T, BRNOEBERTFORAD RN K S LS
nTnsz &
BILEAFARY 2 —pJPV042 K ) pdJPVO035 1%, KA 2 it L7
FER, TORANITHEE LB THD Z LRI, IO NH
WHENTWADZ &G, BRADOEETFOEANRNE S Ik Tn %,

6. DNADTBE~ADBAFEICET 5HBIR

5T ) DOBSENEG T, HOEPLO~—h—@a ATy b (P3
T —4%— crySAmRNA ZELES|, ~— I —BE TR OA 0T 77 —ER
kbl AT, ) AFEFERHMZICEZVBEAL, H~v— =L V&KL, €D
%, B TEAHNT 2 —pJPV042 ZEAL, A T 77 —EDIEHICL - T

10



amyM447 BIE 1By NEFHAL, =V 2Aa~A ¥ Uitk z R B E s
K% T8 Uiz, SAEHNE S EEIC BV TR, ery3A mRNA 22 bECAIE CL—7
TORNEL, =W —8aT. ATV T—BEIET. AT 77—
IR Y 20 <A 2 B FEEST ) 2Bl LT,

5 ES ) DOBEREGFRICH LN U~ — I —BIaFEE > b (P3 7'
F—H —, crySAmRNA ZELEH N N~ —H — Bt &2 ETr, ) ZARRRLH 2
ICEDEAL, v~— I —lZX @&k L7, KRIC, Ba 8 AH~Y ¥ —pJPV035
AR ZIC IV EA L, ) 2a~ A ¥ Ut 2 R T R iR 2 88 bk L 7=,
Z Dk, qﬁmﬂmA£EMMﬂWTw—77?F#$L ~— iR
T 2avA VUMEBEFREES ) DB E LT,

7. EMEMMET—HI—BEFOLRLMEICEAT 5EIR

BAR T E AT Z—pdPV042 K X pJPV035 13 U A a~ A ¥ UiitEiEs
THEFON, HEDT ) AL —TT U MZEXUBEL TS, AEFEKICIT
FAEWEE~ — =BG FIEE LW 2 — 7 o ZRMTIC L Y HeZR L
TW5,

¥£5. AMAKICEYT HHEH
1. BELOERICEAT HHFR
JPBLO10 #ki%., amyM447 87887 > N MO prsA Bia 7R b
DEAIN, HEOBLEFEZRELTWLRTHEELRRD,

2. BEFEAICEY 5EIH
(1) HIPREERIC & 2 UIWr X2 B3 5 95 1H
amyM447 3Bia 1B 'Y IO prsA BIa 3B v b OERIEL T
JEDYANE MRS DTS — 7 = AR AT > 155 5. amyM447 &
B NEBaE— RO prsABIE T HASINTWD Z ERMER SN, F 71
AR A O SR EE TR L OV RSB DI U 13 2 — 7 = o R figAT I
HLMNZR->TND (B9

(2) =TV —F 4 77 L—LOFENNZE DOERE K OFE B O A RErEI B
T HHIR
%ADNA&Eif/A@%—Wﬁ’éuéﬁ~fy)~?4yﬁ7v~A
(LLF TORF) &£ 9, ) OFEEZFAL7=0, A DNA O 5 E5E S %
ST L O 87 RS & & e ik C 35 Témw#%%ﬁotot%\7~
I —BIFRAI Y FOBEBALLZELGFEICBNT, ~—h—&nf%x
brE LR, amyl ¥ —I 3% —H—, A T 77 —BiRiEC Y E N RAE LT
7o, ZOHEIZBW TS ORF R AT o 70, T ORER. 6 DOFAPEITIB U
THIEa Renbf&ilha RUOoETTHRAET 28695 30 7 2/ BELL ED ORF
AR 335 il S A7z,

11



ZiIbH® ORF EBEHIDOT VLT v & OO R AR T 572012, 7
VLG T = 2 = 2 b W CHIRIMRR R 21T - TofE R, #2580 7 X /
FRBLC 35% L EDAREME A RTEBEMO T LIV v ROV LTz 8 72/ g
BLAIIN—ET BRI DT LV 3o T2 (B 10~14)

IHIZ, ZH® ORF ERBEMIOFM:Z > /37 E & OFRRINMEDOF 4 feid
5729012, MvirDB 7 — & ~X— X ¢ (£ 15) #H\ T E-value<0.02 % f54E &
L THRBRETo T, ZORRR., By V7B AN EZHE7T 5 ORF I3
SN hote (R 10~14)

6. HBAAKLUNOHERHRURERMICET H5HIA
1. FMPYORERHRIIEERIME L TOERAEFELHLS &
NM447 RF| ORISR & OSSN, B AR 0OfLEICZ eI S
TEEHELH D,

2. FMPORERBXIBER/HE L TORESEICTOVWTHRENAEOIATINS S
&

NM447 $F| O fEFE K ORESRM 1%, 2RI SN TCEFEEEL AT 5
ZEML, BEMTIWEEZOND, £, ARG OFEHX Food Chemicals
Codex FDOHIIZHE A L TV D,

B7. BEFHEBZIFNYICET HEIE
1. BNEICE TS50, BEAFICEY 55IH
NM447 8FNT, B AZ G AREE T 5 EU EEH S Twb, JPBLO10 ¥
ZFIH U CTARE STz NM447 8L, 7 ~— 27128\ TE 2020 iz, 77
YAIZBWTIE 2021 FIZ, ENENAESHAIMTEAIE LTHERINL TV D,

2. HBZAAEOREFICEET HEIE
PCR iEIC X 0, NM447 SANZ X, #HHLz DNA S S 2 & 3R
nic (i 16) .

3. HEICHETIFAMASORLEICEHT HFIH

NM447 #HNT, B EEOBEIEELH- LD (B 17 £z, #
EFEHIR M AEE~OERPEO LN MEO L OBV S, )7 fEE
o FTRENMTON S 261X, ZeMICRIBEOH 2D NEEND Z L
TN EEZ BN,

b X T T AR KET VIV T —H~X—Z (FARRP version 20)
c MRFEH 1 2020 4E 7 H

12



4. BEAERUVUTOHNRICET HEE

NM447 ®HNT, APFEEOEEY 2, HA, BRE A1, R A% ORK R TR
EikDHZ L THRLND, MU REEHEO T TRIEMTON R LIE, b
TRICBWTERMEICHEOH 2WEDNRAT HZ LTeneEEZx 65,

5. SAROEBICLYEAEEURREEINIERSOERICET 55H

NM447 55| REFR N OIS 5 EII0Ek o AR oG I H ST
WHLDEFRIEETH Y, WUIRELEEBO T CHUENM TS 61X, A E&D
EENZ K0 AEEDRE S NDF R OEELRNEB X HILD,

8. E2HhoE7EFTOEHRICIYREHEDHMENESATULEZWNGSICHELRE
-]
H2MBE T ETOFHEICLVEELEOMAEANME SN TS,

I BREEEEFMmER
[JPBLO10 #£ZFIH L CAESNTZ -7 2 7—8 ] IOV T, B Rt
ZAEM R L TERLE SN2 02 MR HmIERE) Rk 16423 A 25 HE
p L EZERUE) ITEDEFHE LR, ANOREFEZ R 5 B2 iudaun &k
L7,

13
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1.
2.

3.

11.

12.

13.

14.

15.

16.
17.

JEA GBI . 2020. WAL 30 4 E RAERE - A RS

Bacillus Iicheniformis Ca63 tRIZE 1T 5 RIGE AN~ Z —% Hu 7= DNA K5
OWEEE (FEPNSCE)

] LRGSR ST T IR IR A S £ A PR AR
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