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a 5 —H_X—2Z : PubMed
b Structural Database of Allergenic Proteins (SDAP) based on FAO/WHO Allergenicity Rules
(%% H : 2016 49 H)
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DML RV EITRO NIRRT (B 21) , £, TV F T —H X
— A G W CTHIFMAR R 21T - T fE 5. 80 7 X/ [ik L C 35%LL Lo FHIRIM4:
Z7x9 ORF M ONERE L7= 8 7 X/ FEELYIMNFERIZ—E79 5 ORF i3t sh
ol (E4—2— (3) —@IZ-T ORF %#fr<) o
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BL21DE) A B LT~ T oY Uit E R+ 7 v — 0 23885 L.
HIGM1 O¥HL%ER#%, OYC-GM1 ik L7z, OYC-GM1 #:TiX, pET-
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FHAR Y X —pET-21(H)-HIGM1 (1%, 7 &2V UiiEER - MFEET D
D, IEFEREARIITEA I TR, 7T eV UiittEs 1L, GILSP &
G/ M OfE AN DNA & LT ShTnsg (ER13) .

¢ NCBI: Non-redundant protein sequences(nr) (5 H : 201743 H X 1'6 H)

d Structural Database of Allergenic Proteins (SDAP) based on FAO/WHO Allergenicity Rules
(5% H : 201746 H)
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I EAEECENERER
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R 2 A 2RI L CHRLE SN TR o2 e m ) CFak 16 423 A 25 H
B EZEZESRGE) ICHDEFHI L72FE R, v NORELHEZR 5 BENITR 0 &)
Wr L7,
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