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2
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LLCotton25
LLCotton25
( 15 10 30 )
LLCotton25
Streptomyces hygroscopicus ATCC21705 bar

PAT  phosphinothricin
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Coker312  SEEDCO ( )
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N-



Gossypium

3
7.0-11.0 12.0-32.0
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)
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230 235
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LLCotton25
11.3¢g
13
LLCotton25
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230 235
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Gossypieae

8 1 Gossypium L. Coker312
LLCotton25 pGSV1
pGSV1 pGSC1700 pBR322
Rhizobium radiobacter (Agrobacterium tumefaciens )
Pseudomonas pvsl
DNA
pGSV1 8033bp
pGSV1
pGSV1 Rhizobium radiobacter (Agrobacterium tumefaciens )
(
aadA )
aadA pGSV1
T-DNA
pBR322 pvS1l pGSV1 Rhizobium radiobacter

Agrobacterium tumefaciens)



DNA
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DNA
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DNA
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(bp)
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6 DNA
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LLCotton25
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1
1
LLCotton25
bar 1
LLCotton25 DNA
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( DNA) P35S3 bar 3'nos ( DNA)
1 1
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LLCotton25 DNA pGSV71 T-DNA



bar ATG
LLCotton25 bar RNA
bar
RNA
4 (
) PAT
57.7 98.3u g/g 61.3 74.5p g/g 108 136p g/g 127u ¢
5.63
10.1p 9/g 34.3 45.5u g/g
( )
PAT
PAT
10.4ng/g 11.3g( 13 )
PAT
118ng

bar Streptomyces hygroscopicus
bar PAT

bar PAT 0.5
60 30

bar PAT 0.5
60 5

PAT 40 15
bar



bar PAT 80 35%
PAT

8 bar
PAT 8

bar PAT

Swiss-Prot(release 40.18) trEMBL(release 20.8) GeneSeqg-Prot

PIR(Protein Identification Resources, release71.01) PDB(ProteinDataBank, release99)

DAD(DDBJ Aminoacid sequence Databace, releasel8.0) GenPept(releasel27.0)

PAT 14 3
LLCotton25
5 FM989
T-DNA
LLCotton25
( )
PAT PAT
o -
PAT PAT
LLCotton25 Coker312
ANOVA( )
(equivalence) 95%
+ 20% (equivalence)
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ANOVA
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