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of lectin, trypsin inhibitor and urease analyses of soybean seeds from the nine-site 1992 U.S.

Seed line
m GTs 616742
o

Characteristic \MR/SEM Ra){g SEM range
Lectin analysis?

HU/mg extracted prytein 6.3 4.5-12.8 0.530 5.6 3.3-89 0.530 6.6 2.7-8.5 0.530

HU/mg total protein 3.0 1.9-6.0 0.259 26 1.5-4.2 0.259 1.2-45 0.259

HU/mg sample 1.2 0.8-2.4 0.099 1.0 0.6-1.6 0.099 0.5-1.8 0.099
Trypsin inhibitor analysi§4

TIU/mg sample dry wt 43.0 33.2-54.5 0.731 45.0 35.5-59.5 0.731 35.9-53.1 0.731 26.4-93.25

mg TI/g dry wt 226 17.5-28.7 0.385 23.7 18.7-31.3 0.385 18.9-28.0 0.385 16.7-27.26
Urease analysis”

Urease, A pH 2.18 2.12-2.24 0.009 217 2.03-2.26 0.009, 2.10-2.24 0.009

\
‘TABLE 6
Summ of isoflavone analyses of soybean seeds from the njfie-site 1992 U.S. field trials!
\ Seed line
(Kﬁdﬂa (contron\ (EETS 403—2% GTS 61-67-12
Literature
Isoflavone AL \m'gr/ SEM Range SEM Mean Range SEM ranged
pg/g dry wt
Total genistein 833 286-1380 39.126 830 287=1243 39.126 857 257-1260 39.126 416.1-1000
Free genistein 7.8 0.9-21.6 2.636 9.5 0.9-30.6 2.636 14.7 0.8-58.1 2.636
Bound genistein 825 279-1360 40.489 820 278-1240 40.489 842 250-1257 40.489
Total daidzein 734 219-1190 34.732 721 219-1260 34,732 748 203-1300 34.732 330.6-706
Free daidzein 33.8 12.4-52.2 1.232 37.3 13.5-56.5 1.232 378 11.8-58.4 1.232
Bound daidzein 700 206-1140 34.606 683 206-1220 34.606 711 192-1260 34.606
Total coumestrol4 4.6 0.0-14.0 0.575 5.4 0.0-11.9 0.575 5.4 0.0-12.9 0.575
Total biochanin 1.6 0.0-9.3 0.138 1.9 0.0-11.5 0.138 1.6 0.0-9.5
al - v
Stephen Retal.: J. Nutr., 126, 702-716 (1996)
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