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MON88017
( 16 12 6 )

MON88017

Monsanto Company

MON88017 MON88017 Agrobacterium sp. CP4
cp4 epsps Bacillus thuringiensis ssp.kumamotoensis(B.t.k)
cry3Bb1

corn rootworm Coleoptera, Diabrotica sp.

1
Zea mays L.

2
MON88017 cp4 epsps Agrobacterium sp. CP4
cp4 epsps cry3B8b1

thuringiensis ssp.kumamotoensis cry3Bb1
3
cp4 epsps cry3Bb1



B.t.
cp4 epsps cry3Bb1
PV-ZMIR39

1 2000

6-16.1% 2.48-5.7
10.99-11.41 0.89-6.28 77.4-88.1 ( )

( )
MON88017

MON88017

MON88017

MON88017

MON88017 cp4 epsps cry3Bb1
CP4 EPSPS Cry3Bbl

1 6 MON88017



MON88017 cp4 epsps CP4 EPSPS

cry3Bb1 Cry3Bbl
(corn rootworm Coleoptera, Diabrotica sp.)

((teosinte, Zea mexicana)

4,5,6
3
7
( 8,9)
Pasterollo lipid transfer protein(LTP)
( 10,11)
LTP LTP
( )
2003 359 83
( 12)
2003 1,186 2003
1,239 93 ( 12,13)



Tripsacum zZea

Tripsacum

7 Tripsacum 14,15

MON8B8017 PV-ZMIR39

Rhizobium radiobacter(Agrobacterium tumefaciens)
Escherichia coli

PV-ZMIR39
DNA
MONB8017 cpd epsps Agrobacterium sp. CP4
cry3Bb1 B.thuringiensis ssp. kumamotoensis (B.t.K)
cp4 epsps Agrobacterium sp.
1 Rhizobium (Agrobacterium)
cry3Bb1 B. thuringiensis ssp. kumamotoensis(B. t. k)
DNA
cp4d epsps Agrobacterium sp. CP4 cp4 epsps
cry3Bb1
B. thuringiensis ssp. kumamotoensis(B. t.K) cry3Bb1

DNA



PV-ZMIR39 2 cp4 epsps
1 P-ractl 1
16 cry3B8b1
Camv P-e35S e35S 17
2
PV-ZMIR39 2 cp4 epsps
Rhizobium radiobacter Agrobacteriun tumefaciens
37 NOS 3~ cry3Bb1
17.3 3~ tahspl?
3,
3
DNA
DNA
MON88017 PV-ZMIR39 puC119
cry3Bb1 puC119
cry3Bb1 pBR322
cp4 epsps
MON88017 PV-ZMIR39
PV-ZMIR39 12,368bp ,
PV-ZMIR39
MON88017 DNA
cp4 epsps
P-ract
ractl intron
CTP2 EPSPS N




cpd epsps Agrobacterium sp. CP4 5- -3-
NOS3 = R. radiobacter (Agrobacterium tumefaciens) T-DNA
NOS
cry3Bb1
P-e35S
Camv
wt CAB leader a/b 5~
ractl intron
cry3Bb1 B. thuringiensis Cry3Bbl
tahspl7 3~ ( )
17.3
6 DNA
PV-ZMIR39  T-DNA
Cry3Bbl ELISA
6
1
1
MON88017 cp4 epsps cry3Bb1
MON88017 T-DNA 1 2
1
MON88017 DNA
P-ract CTP2 NOS 3=  wtCAB Cry3Bb1
1 i i
( DNA) 555555555# ( DNA)
T T T T T
RB ractl cp4 epsps P-e355 ractl tahsp17 3~ (LB)



PCR MON88017 cp4 epsps
cry3Bb1 PV-ZMIR39  T-DNA 1
MON88017 5% 3~ PCR DNA 19bp
1bp
DNA 57 103bp 37 221bp DDBJ GenBank
BLASTN
e value e-30
e value e-30 5% 30 37
10
ORF
CP4 EPSPS Cry3Bbl
2000 3 4 MON88017
ELISA
18 CP4 EPSPS Cry3Bbl
MON88017 CP4 EPSPS 22049/9
1619/9 5.1M9/9
MON88017 Cry3Bbl 1419/9g
37H9/9g 279/9 139/9
30979
( )
CP4 EPSPS
MON88017 CP4 EPSPS
6.319/9
0.49 19
MON88017 CP4 EPSPS
2.5219
71.5¢g 20 CP4 EPSPS
3.5%<10°



Cry3Bbl

MON88017 Cry3Bbl
199/g
0.4g 19
MON88017 Cry3Bbl
7.6Hg
71.5¢ 20 Cry3Bbl
1.06><10"°
cpd epsps Agrobacterium sp. CP4 Rhizobium
(Agrobacteriun)
cry3Bb1 B. thuringiensis ssp. kumamotoensis(B.t.k.)
CP4 EPSPS Cry3Bbl
E.coli CP4 EPSPS Cry3Bbl
15
The United States Pharmacopeia
E.coli CP4 EPSPS
10 CP4 EPSPS
100
E.coli Cry3Bb1
59kDa 24
CP4 EPSPS
100 38 CP4 EPSPS
99 ELISA 21,22
MON88017 206 20
Cry3Bbl
MON88017 Cry3Bbl



CP4 EPSPS

23,24,25,26,27)

MON88017 10

cp4 epsps

MON88017

T-DNA

MON88017

MON88017

MON88017

EPSPS

EPSPS

Cry3Bbl

FASTA
CP4 EPSPS
CP4 EPSPS Cry3Bbl
CP4 EPSPS
Cry3Bbl
1
1 T-DNA
Cry3Bbl
CP4 EPSPS
-D- - -7-
28,29
PEP

10

(
Cry3Bbl
Cry3Bbl
DNA
4
Cry3Bbl
DAHP)
EPSPS
-3- S3P



S3P
EPSPS
EPSPS
Cry3Bbl
MON88017
MON88017
18 9
B1
p_
18:2 20:0
FDA
2005 1
2004 5
CFIA 5
MON88017

30

S3P

B2

Bl

2004 3
2004

FSANZ

11

EPSPS
EPSPS
200 1

12

B6 E
MON88017

(EPA)
4 USDA
2004 10

Cry3Bbl
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