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"JPBLO06 Fk A I L CAEFE S 7% LT F—P ) 1o T, MakEHIH Okl 4
TR R 25 2 320 L 7=,

ARESHL. Bacillus licheniformis Ca63 ¥k % 15 3= & L. Bacillussp. KK-1 £kH 3%k
DXL T T —BRInFZ2EAT D & TER L JPBL006 #RZFIH L TAES T
X7 =B THDH, RFNMDL, ¥ T7D 1,4 8-D-FvnaA NEEEZL REIT
MK IRT ABERZTHY . N AMONER EE2BRE LTHERA SN D,

B 2 084 2 R U CHLE SN IR o2 EFEHmERE ) (CFRk 16 4
3 H 25 HEMKEZESIRE) [ZESE, MABGRTFOREM, AR LEE
INDE U RTEOBMER T LAF—FRMEFEIC OV THER L2, 7RO
W& bl U TRl iR E 70 ) BEND & 2 ERITFRD Lo T,

L7z3-> T, [JPBLOO6 BRZFIH L CAEINT-F T T —E] 2oV TIE,
N OREREZ 72 5 BE TR LI LT,



I. FHExRANYOBE
T : JPBLO06 ¥k & FIH L CAEEINZF VT F—F
D NVEREEICR T DA s E A
B e VAV VR PANVG S Sy an
BA%# : Novozymes A/S (5 ~—7)

O0
By I

4 A

RIS, Bacillus licheniformis Ca63 #£% 15 1 & L. Bacillussp. KK-1 £k
kDX T F—EBBIEFEANT D & THERLZ JPBL006 #RAFIH L TARES 1
XTI ThHDL, REINIE, ¥ 70D 1,4-8-D-FuAf RiEGEZ VR
GRS RET DERETHY . NUAMoOWEN E2HE LTER SN D,

I. BR@ECEMm
F1. REMFMICH VO THEBERE LTAHAVWSFENMMEUVETEOHEEULICERE
FHABZ RN R AR Z & L DIEE
1. #EOHFMYOUEERUVAREICET SEH
(1) &, BEFER OB
PEROEMPIDOLFR, FIFROFEIES T, LT LB TH D,
4 PRI —F
Bahksy - v 7 —F
IUB No. : EC3.2.1.8
CAS No. : 9025-57-4

(2) #EHIE
X7 —Bik B, Al fHALED TRA R CiE SN D, AFEREIT.
FREABIC LV RESIND,

(3) &KL OME A RE
X T F—Pix, NroflETRIZBWT, BB E R/ ERTOx T
Z NG Ui EE 2 A 35 2 & ¢, Ao s LS A2 L& H
e LCHAINS,

(4) #iE
X T FT—ENRTRXTONORNE TRICHEH S, & 100%757%
1795 EAE LIc A O K— BB EGEIL, 1.7 pg TOS (Total Organic Solids)
lkg KEH/IATHD (1, 2) ,

2. BERUEADNA
(1) [FEOFL (F4) . KAZEKOHEK
15 F1%. B. licheniformisCa63 ¥ C& 5, B. licheniformisCa63 £kiL, HIX



KNS RBESHTZERTH D,

(2) DNA ftHRDREA | R4 XITRHi4 % K OHK
X7 —8 (xyn264) BlaTOMEARIX, Bacillus sp. KK-1 %k Th 5,
prsABao1 O 5R1%, B licheniformis Ca63 ¥ T 5,

(3) i\ DNA OME K& ONE A5k

xyn2648ix11LX. xyn264 =2 — K35,

prsA B TIE, 1 EHROEERN W Z X7 EDO W EZ mD %D PrsA #
YN B R a— T 5D,

xyn264 8538y MIA T 77 —BICEY | prsA BInFREL I &
v MIFERFEAZ I XLV 1527 ) AOFNENOEREGAEIZEAN LT,
ZDRE, —HORER B EIZB W RIS R S,

7ok, AFEROIERIC Y720 | aprl Bis 1% & ESFEEOBE T2 R K
MAARY 72— VTR 2 1C 2 RIESETWD(E] 3),

3. BEXEDOHFMYPUE~DFARBRIBERRICETLIEH
B. Ilicheniformis 1%, E#IZb7= 0 &R ABERZOMEICZ2ITHERH SN
TW5, B licheniformisCa63 #lZ. o —7 I T7—VPOAEREL LR EINT
11\60

4. BEXEDBEBAFICEATLIEN

B. licheniformis 7 A EABTEMWE K O REBEMEWE L EET DH LV O WM
(372 < ESLEOYENIEITRIR AR E L 2E RISV TS T —T T 1 L
v (BUF TBSLY &vwo, ) 1ITHET S (BHR4)

5. BEFHBAFMYOUERVCAEEFICETLIEN
(1) B K OHEIRY
AR OGO, LTD &Y Th D,
L 4 xyn264
Bk v 77—
IUB No. : EC 3.2.1.8
CAS No. : 9025-57-4

(2) BEJE
xyn264 (%, JPBLO06 k% AEER & LT, /ERDOF V7 F—8 LRKIC, B
=&, A, BHLEO TRZR CRLE SN 5, FFERIT 2 FORE A\ LY
B - BREIND,

(3) W&k OMEERE



xyn264 1L, JEROF T F—RB L FERIZ, N OmEE A T 5 HTHER
A& LTHWSEND,

(4) BEhRG OB R OBER DU & O ik
xyn264 1%, EROF T F—BLEREIZ, ¥ T 0D 14-B-DF AR
fEaa = NMUCIK T 28R Th 5,

6. REMFFMICE VLV TREIPDEL ShLBETFHEBRA TN LEEXOFTMY R
VA ALBEZFOHEER
(1) BisFHHIE I & WEROTRINY
xyn264 L HERD X T —F L OFE AL, R NS B EE & O pH 23
RIRDRTH D,

(2) HAHZ KL TEE
JPBLO06 £ & 15 4= & OFHE UL, JPBLO06 FEIZIT xyn264 Bin T 035 =
BB A I, xyn264 AFEMEAES L TWVWD R, prsA BT EEA LTV
SO xyn264 DA FEM: % 5D 2 T2 OBEECRIR T2 R L TNDHEATH D,

Vb1 ~6706, AU OAIRIY O EER O gt g & 72 0 15 5 7R DR
MR OE LR S D &ML, LU OFFHIZOW TRl 217> 72,

2. BEXICEATSEIR
1. HEFLOMEBRIT (BR (BR) -H%4%) [CEATH5EE
f5 1%, B. licheniformis Ca63 ¥k Tdh 5.

2. FRERUVEEEEENYESEOLEICEAT H5ER
B. licheniformis DMK OF EABIEMEWE ZAPET D &V ) #EFIT7 <
[E R G EMF ST RN 22 2 BRI B80T 5 BSLL 1Y 35 (R 4)

3. FEMRUEEFEICET 5FEE
B. Iicheniformis \Z1%. & N~D TN K OVEBVEDHRE T /20,

4. IRREONFEAF(DVAMILAH)ITELEINTLVGWN EICEATHEIF
B. licheniformis \Z1%., JRIEPED I KK DIFAE 2 RE T DS 1L 720,

5. BXEDABKORRAMERUVAELEEEMEMEOLEEICEAT 5FEIR
B. licheniformis OUtix#h Cé 5 Bacillus subtilis 2 (N Bacillus pumilus 73
N TWDEN, MEWE % AT D Bacillus cereus 28 & 13RI XA ST
W5,



E3. RYOA—ICHT BFEIE
1. AMRUHBRICEYT HEIE
Bl FEARZ #—pJPV020 KTt pdJPV021 OERLZIX, Staphylococcus
aureus HR D77 A I R pE194 W H T,

2. HHEICET 5EE
(1) DNA O OE O ALY % 7~ 3 FIAH
77 2 X N pE194 O EEE MK OHEESNIIV N> Tngd (R 5)

(2) HIFREERIC L 2 UIWrhX (B89 5 F1H
77 A3 K pE194 OfillfREE R X D IR HIEKIXBH 50272 > T 5,

(3) BEHoOAEEEEY 2 G E /202 LICBT 5 HHE
77 A2 K pE194 ORI SN2 -> TR Y . BEMOA EE LS
ITE TV,

(4) FFNMMH: IS4 2 FIE
I 23 FpE194 121X, =V 2u~A L UMEEEFREEN TV D,

(5) fEEMhIcBI4 5 HEIE
772X N pE194 121X, {miEA e & DRI Z T,

(6) 15 EARFNEICEEd 5 5F1E
77 A3 K pE194 OERIBHAEECSIL. Bacillus J& CTHERET 5,

$F4. BADNA, EBEFEY. ALICHRBRI A —DOBEICEHT H5FH
1. #A DNA DGRBS 5818
(1) &, HRMEOHEICEET % FH
xyn264 8151 KO prsA BInFOHHRIL, ENEi Bacillus sp. KK-1 £k
KON B. licheniformis Ca63 #£ CH 5,

(2) ZeMicld 55E
Bacillussp. KK-1 k1%, LB HBE SN2 HEPEE CH Y . mIEE rg
THHREITR (B 6)
B. licheniformis 1%, B MEEEOAFER & L TREDOFERKEERNH 0 | EL
JRYSEMF L AT AR S 22 2 B AR 12381 5 BSL1 I35 (B 4) |



2. AN XFEEF (mEYEREYT—H—BEFEEL. ) RUETDEEGF
EYVOHEICEYT 5518
(1) FANBFDOI 0—=0 7 UTEMRITIEICET 2 HIHE
xyn26481511X. Bacillus sp. KK-1 ki kD x> 7 F—B#Es T DOESIIC
OB LTz, BERAX LT —FOT I VY EHELT1 7 2 /@R
FHMENTWb, £7-. B. clausii HR D aprH &5 Dy 7 F VEESIFL
mEinTnsd,
prsA &%, wBEDOYT ) L06 PCRIEICXVELNT-,

(2) HERHOK OHEEAACA & il BRI (2 & 2 GIWr X2 B4~ % S5 H
A DNA DY HHO O ELAC A & il RIS (2 & 2SI I3 572272 -
TWws (|7, 8 .

(3) fHANELFDOEREICEE 5 HIH
Oxyn264 8ix¥
xyn264 &N 2 — K92 xyn264 X, 7D 1,4-5-D-F A R
Ha Ty RRTHKR T DK TH D,
a. HABGTFOMEEDT LAX—FRMEICET 23R,
Bacillus sp. KK-1 ®7 L /L X —F38 MO A REM: 2 F1~ 5 72 O 12 SRR
A To TR, 7T VX =R RmE T HWmEIT R o T,

b. BEFEMIZONTEDT LA —FRMEICET 2 A5
xyn264 =GNy & T HEERRANCOWT, T LI —FEMEE RIS
T LEEITZR N,
F 72, Bacillussp. KK-1 DNEAT HF T F—BOT L X —aFFMED
AIREMEZ TR D T2 OISR SR PEAT o TofE R, 7 LV —af R 2 Rie
T HWEIL R o7,

c. BIGTEMOMBYLFIERI T DI+ 5 A
(a) NTHWEIZxT 5ESME
xyn264 O N T.HEH TOWEMHEIZ DWW THERT 57291 SDS-
PAGE S#Hi kN = 2 & 7 vy Ny aiTo TR, R G% 30
FPLANIZ xyn264 D52 2RO/ R R LIz, ofsnsg Z &3
RN (B9
(b) ANTRHRICx T Dz
xyn264 O N TIGEH TOHEHEIZ SV THER T 572912, SDS-
PAGE 3#i kXY = 2 & 7 vy T adT o TR, xyn264 133Uk

a PubMed #2252 H : 2019 4 8 H
b PubMed # H : 2018 4= 8 H



BALETZ 6 FERICH W T SN2 LR (BR9)
(c) INEMILERIZ %) 2 sz 1k
xyn264 OINEMLER |5t 3 2 st 2 sl L7263, 70°C » 30 402 T
RERTEMENHR T D Z RS,

d. BELTFEDEBEMDOT LT & OfEEMEMICRET 55 A

xyn264 EEEHIOT VLS v L OGO A BELZ MR T 5720, 7
VIV T A = R ek W TR SR 21T o TG R, ke 9% 80 7
X BALAILL BT 35% LA EOMFRINE A R TEERI O T L LS K O
587 2 EEEAIIN BT HEHOT LA I E N o (B
10) .

@ prsABis1
prsA EIGFRNa— R4 % PrsA # 37 BT, AN THEINT 512, &
(RONFU S 2 R GO WIMERE S D (B 11) , PrsA & 2378 L BEAN
DT VIV & OREFEFRIMED A #E A iR T 272012, xyn264 & [FAEO Fik
2LV FRMER B 24T o TR 5. MR Z R TBER T LV 7 3 & s
Mol (BH12)

PLED Z N BRAERIZHIET L, xyn264 X TX PrsA % X7 'F 137 L V¥ —
HRMEE AT D AREMEIR N E B 2 b,

3. MABGFRUREMEMEY—H—BEFORBICE 5EEICET 5FIR
(1) 7mEe—%—|ZlT 55K

xyn264 Bin 1 &N prsA Bla O 7€ —%—, amyL4199 7' aE—X

—. amyQsc 70 E—4—K W\ ery3A 7V uE—X —THKINLD P3 7 uE—

S —WHThH D, amyL4199 7' 0 E—HX — KN amyQsc 7' 2E—HX —(L, T

Z v B. licheniformis Ca63 PR R D amyl 7' v £ — % — Kk Bacillus

amyloliquefaciens DSM 7 ¥kHRD amy@ 70— —IZERZEALTD

DTHDH, cry3A 7 vt —4 —|X, Bacillus thuringiensis subsp. tenebrionis
DSM 5525 #RICH KT % cry3A BT OWAER T o —4 —{ld|Th 5,

(2) #—Ix—F—ICHETHFHIHE
xyn264 81in 1 MO prsA Bin 1 D% — I x—X —I%. B. licheniformis Ca63
MRERD amyL &fn 1% — I 32 —4% — & B. clausiiPP159 #kH1 2k D aprH &
B DE—IFx—2—FFITh 5,

(3) Tt fHAR(GFOIEIHIENZEE D 2 IS 2 AR TZHEITIE, €

¢ RXTTABKFET VLNV T —H~_X—A (FARRP version 18)
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DR, MEEPHLNLTHLZ &

FAB T OFRICVEE . B amyloliquefaciens DSM Tk KD apr@ RBS
K& % O B. licheniformis Ca63 #£H kD amyL RBS B ONZ mRNA % %2
EAL =5 7% B. thuringiensis subsp. tenebrionis DSM 5525 ¥ H & ®
cry34A mRNA ZE(LEis % 7o, cry3A mRNA ZE(bEcHIE, 7 miE itz
IRT X R B a— R BB FO 7 vt — X —fBRICFET HESITH D
D, F NI HEa— T H8ITE £,

ZDIEM, AT 77 —BEEESIN VLN,

4. RYZ—~DOHEA DNA O#A S XICEET 2HEIF
77 A3 KpE194 12, cry34A mRNA ZELECS, amyL RBS/prsA s 1K
S ERAL, BE T EAHNRY % —pJPV020 Z{ERLL7-, [k, A>T 7
7—Y%&a— 35 inti&fs . cry3A mRNA ZEES]., apr@ RBS/xyn264
BIR TR A EEZfHAL, BEFEARNY 2 —pJPV021 Z{ER L 7=,

5. BESNERBEARYVZ—ICEAT HEE
(1) HERE O LAY & HIRREE SR X 5 U)X 2 B3 % FIR
B T-E A7 #—pJPV020 K& O pdPV021 O¥a e, HhHEd A1 K O R
B L AU HIIEBA SN2 > TS (BT, 8) o

(2) JFHIE LT, SEMICHBEINTRERY 2 —12i%, BN X R T8
R ZIANTREAT 24— V=T 4 v T 7 L= NEFENTNRNT &
FH5—2— (2) IZig#nEtBY TH D,

(3) EEICK L THWDEAFTIEIZBNT, BT 2 AFRNEI NS ¥ — F
THLNLTHDLZ &
BARFEAMANZ 2 —pJPV020 LT pJPV021 LD ERT 2 AGHEEIE,
prsABETRE Yy N R xyn264 B 3By NOHEKTH D,

(4) BAL LD LT RB~7 22—, BESOBLETOIRBAR LWL S HifkS
nTnwsn kb
BAR TE A RY Z—pJPV020 K& O pJPV021 1X, EREHILAY 2 fifghT L7-
AR, TORAITHE LB THD Z RSN, BRI HLONH
WHNATWDZ &G, BRI DOELEFDIRANLRN LS IS TV 5,

6. DNADBE~ANDEALEICET HEIR
BEYT ) AOBIEIEIGFIEIC, HON U~ —h—HEaFHEHRI > b (P3
7uE—4%— cryBAmRNA ZEES, ~— I —8BETLOA T 77 —EBR
ARECA &G e, ) ZARRIM X AT K VB A L2, Bin EAFNR Y Z —pJPV020
ZEANL, MRFEFRZIZED prsA Bl RB Ity NEBEEICHEALLZ, &5

11



2, Bl FEAHNY Z—pJPV021 ZEHAL, A7 77 —EBDOERHICE-T
xyn264 B FHEN Y FEFFAL K~ — —IC LV JPEEH R 28k LT,
ERERB AL T FEIZ BV TIE, ery34 mRNA ZEEHIF CTL—77T o RHRAET,
W —HIET. int BETROA 2T 7 5 —CRMESINE TS ) Don b Bk
L7z,

7. EMERET—H—BEFORLEMICEAT 5EIE

BAR EAHARY 2 —pJPV020 KO pJPV021 1T Y A~ A v o ithiEis
THEFON, HEDT ) A —TT 7 MZXOBE L TWD, BiAEWEmE
~— BB IR LW & A ENBE O — 7 o AT X0 R
LTWs (M 13~15) ,

$5. HRZEKICEATIEE
1. BELOERICEAT 55
JPBLO006 ki, xyn264 &5k prsA Bl +REH Y PN EASH, B
BOBILFEZRIEL TWDLETHETEERRD,

2. BEFEAICEET 5FIA

(1) HIFREESR I X 2 UIWr Xz B4~ 5 1R
xyn264 BIE T KO prsA BRI v N OERER OB E %
W T 2712010 — 7 = AT AT > T8 R, xyn264 B +0MEH o v —
KON prsA BIGFPRASNTND Z EBRHER ST, F7-. BG T AGE
DEAERL B K O SREE W X132 — 7 = o 2T I K W A B 222 » T
Wb (M 13~15)

(2) =TV —=F 4 77 L —DFEITNZ OERE K O B0 A HEME I B
T HHIR
ffiN DNA LIETS ) DOERENICA LA —F v ) —F 4 77 L—A
(LLF TORFJ &9, ) OFEZFHRH7-0I2, A DNA O 5’ T fFEds %
G eI K O 87 T RS & B TR I 5 1T D ORF MR & T o 72, T OfER,
6 DOHMARTIBNTHIEa Ronbi&iba R TREET 28895 30 7 3
/gLl o ORF 2365 222 @k Sz,
6D ORF EBEHODOT LV v & OMEMEOFEBEZ R T D010, 7
LIV T — A = R A% W THIRIMERR R 21T o 7ok R, #2580 7 X /
MEBCAILL BT 35% UL EOFERMEZRTEEHOT LL 7 o LR LTz 8 7 2
J BRBCHIN—E T D BRI DT LIV Ao T, E 6, T ® ORF &
BEEDOFME S v 87 E L OFMEIMEOFEAZ R T 5729012, MvirDB 77— X

d X T F AW RET LVT T —2_X—2Z (FARRP version 18)
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— A e (B 16) 2T E-value<0.02 #H1E & L TREEZITo 70, DG
. 3{HO ORF 737 — 5 ~— 2O 5 237 FLMRAMERZR LIS, WFLb
EMEAET A LIIEZNZ LRI ETHoT (BB 17T~19) |

6. HEAGLUNORERNRUEGERMICEET 5EE
1. BNYORERHXIEBERM E L TOERRENHSH &
xyn264 BH|ORE R CRIESAM T, Bin B OREICZ eI S h
TEIFEEDP DD,

2. ZMYOHERBR I ER/ME LTOREEICOVWTHREMAESATINSC
&
xyn264 FH| DG FE N QUSSR 1T, BRIFEH SN TE 2 EE2H T 5
ZEML, AEMIMVWEEZLND, T2, KRG OFEEHT Food Chemicals
Codex (FCC) ZHDHIKIZHEE L T\ 5,

£7. EFHEBZAFMNYICET HEE
1. BSEICET5E, BAEICET 5EIE
xyn264 ®HNL, 7T A B FFICBWT, BN TEHIORYS T 47U %
MIN#E S TS, F72. KETIE 2014 412 GRAS & L CRREEEN TV 5,

2. HBRZAKOREFICEET HEIE
Ky b 7wy MEFTIZ LD xyn264 BHIFPIZITMEL 2 DNA 23S Sn2nwz
ERHER SN (B 20)

3. WEICHET IEEIEATDEZLEICEET S5FIR
xyn264 FF| o 85 FUEH XA 5L A SR ~ DO AN EE D BT E O B O N
LI, ZEMICEIEOH 2[RI NEEND LITE IV (B 21) |

4. REAERUVZTOHRICET HEIE

xyn264 BFNL, APEE OB EY 2 AR, FRE A1, BRSSO TR
ERHZETELNDS, INHDOTRERICBWTEESMHICHIEDO H 2 W E N EANT
HZ LT nwEEZLND,

5. EHEOEBICKYEEUNREEINIERSOESICRET HEIE
xyn264 HIH| D R U OIS IR 1T ek D& S B R o R I E A ST
WHLDLEFREETH Y, GHEOEENC LV HAEMENRER I NS HE D OEE)T
N EEZBND,

e iZEH : 20184 7 H

13



F8. F2HhoFE7ETHORHICLIYREHDMENGONATULEZWNMERICHERE
- |
F2MMBHETETOFRAIZIVLZEMOMAN GO TV,

I. BREREsERTMmER
[JPBLO06 ¥k AFIH L CHEESNT-F T T T —F ] 12OV TIE, NEGE T
WA ZFA L CHEEE SN O Z MRk (FRk 16 45 3 H 25 H &M
LHEFERPIE) \[THESEFM LR, & MORBEZEZ 5 B2 L2 &l
L7z,

14
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1.
2.

3.

10.

11.

12.
13.
14.
15.
16.

17.

18.

19.

20.

21.

Application sheet (¥ CE)
Typical Composition Panzea 10X BG (#tN &)

Bacillus licheniformis Ca63fkIZ 817 5 RIGE AN~ # — % AWT-DNAK KD
WL (FENSGE)
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