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Z W

(W ALVE, THIUv~BERa vF o7 BEREKHMEY ¥ MONSST702 Akt
(ZOWT, HFEETEHOE R VW TR L R 2R 2 5206 L 7=,

KAMIEL, U4 (Gossypium hirsutum L.) T Bacillus thuringiensis EG2934 £
WZHRT DWE cryblAa2i8fn 28 AL TEHINTEY . K& CryblAa2 # /X
VBEERBTHZLET, WALVA, THPIUYEKRPayFa U BICRT DRED
ERCLOFELEZTTICAEFTTELLEESNTN D,

B Gz RS (FE Y ORI (PR 164 1 A 29 HRM%E
ERERRE) IZESE, HABBTOLREMNE, HABLBINOEEIND X N
BOFMEROT LILX =R, B 08 A% O IR SE ORI 05 R, 2ehltk
ORI T AR OLEM., HE ORI ~DRE, W) ORFE N K
HERDEDEBOFEREIC OV THER LI, IR U & LI L CTHizIic %
B ) BENDO S HHEKITFRD o T,

L7=BoT, [HALVEH, TVIv~B AR vF o v BEREHIMED ¥
MONS88702 Zft] 12 2oWTlE, b ML 9 BENIT AW & LT,



I. FHiXREMOBE
& B AALVE.THFIVYHAKROa YT 2y BERESIMEDY ¥ MON88702
N
W B REOTALVE, THIvvHLKDayF 2 v B ERICSHT HEHIHE
HEEE « BART Y MEAKESH
Bi¥# . Monsanto Company CK[E)

(A LB, 7THIUvALRR2YF 2 v BFREGMED 2 MON88T02) (L
T ' % MONS88702] L5, ) Ix. V¥ (Gossypium hirsutum L.) Z B.
thuringiensis EG2934 FRIZHRT HUE crybslda2 BinFZ2E AL TEH I T
BY., WE CryblAa2 # LNV EEHBTHZ LT, WALVEH, THVIUv~HK
NayFavBIlRT2REDERICLIREZZITTICEFTTELLINTND,

I. BREECENM
F1. REMFMICHOVTHERRLE LTAHAWSBEFOMERUVHBZI AL DOHEE
TR 5EH
1. BERUEADNAICEET AE1F
(1) EEOHA K OHK
BFEIT. 7TAARY ZBIIET DY Y (Gossypium hirsutum.) OGN
fE DP393 Th %,

(2) DNA ffGRDFEA K Ok
WE cryb1Aa2 Bia 1O HAKIL. B. thuringiensis EG2934 £ TH 5 (&
% ]—) (e}

(3) fH A DNA OME K O A J7ik
WE cryblAa2 Bio 1L, DWALVEH, 7THIUv~HARavF a2 HIZE
T DHFEDE BRI 2 B HIEME 21 59 5% CryblAa2 ¥ o /X7 B % FE 8
T 5,
WE cryb1Aa2 B 3. 7 7 anxr 7 ) o AEEZ W TE BICEA I,

2. BEOERERICEATSEER
U AL LRI RS E LTEMR S, B, ~—7 U Ok
ELTHWSEND, o, V¥ — (MFE) (TEEIDINT S 30 TR O BRI
(CHWHEN D,

3. BEXEHRNDERDBERH S FICEAT 5FEH
(1) BEOAEES DO EEGRERLE (¥ 78, [FES%) OENENZEDED
AR
U X OEBRFE FBRER) (X, ¥ N7 HE 19.19~32.97%., #IRE



15.05~27.90% . JK43 3.01~5.48% K O R KALY) 39.0~59.2% T&h 5 (B 2),

(2) IEEICHEENLIEBEWE - REMEVWEZFEOHEE K NZE DO EDOBEL
U X DAEAFIEMEME L., BRI R—10.35~1.61% CiactpmEs) | b
HE TS R—/1 0.838~1.42% (fezffdEE) | ~ /LN VB2 0.11~0.85% (%A
HEWGEE) . A7 027 U Uk 0.06~0.56% GHiaElifg) KOWWe Rax7 17
U U 0.03~0.33% HiaflElifg) <hs (R 2) |

4. BELHEBIAGLEOERELTOFAALFERVEDOIEERICET HEIR
(1) ULFERFHE (RBAERED) & HpR ik
7 % MONB88702 DUNFERFH K TR TIEIL, 1ERD T X LED L2,

(2) I (T&) 6L
7 # MONS8S702 DIEREIIIL, (ERD D X & 45 57200,

(3) #EiuE
7 % MONS8S702 DIEEEIX, kDU X LB b 70N,

(4) FRE K OINT )5k
7 % MONS88702 DL K OIN L HIEIL, ERD U X L5 57200,

5 BELUSNOLOEZLEARITEMLTAVSES. TORVRUVEHELTD
HHICETS5FR
o RIE, 8 EROIERMED A TH 5,

6. REMFMICEVTHRENDEL SNSHEERICEET HER
7 % MONB88702 1%, % cryblAa2 BinDEANIZL > T, &E Cry51Aa2
BRI EERBT D LN, HELEOMESTHD,

1. ~6. 6, UX¥ MON88702 DMz W Cix, BEfFD U ¥ L Dt
BN AIRE CTdb D LHIr L7,

2. HBRAAKOFABENMRUVFIAAEICET HSER
7 % MONS88702 IZHB W T A SN/ cryb1Aa2 EisF 13k Cry51Aa2
BUNRTBEERHRBTHZLILL T, FFEOTALVEH, THIUHLAYaY
F oy HERIZK L TR Z R L STW5D, ok, EIuERIT, KEICE
WTEREFEORZEWIALVHEOT I VHRRTH D,

%¥3. BXICET45HIR
1. SEFLEOMEMTEF (R4, AEBARUVRREE) ICHETAHER



IHER, TAABR U ZEIIET DY Y (Gossypium hirsutum L.) OpG3¥EShFE
DP393 Th %,

2. BEHEETVICEERRORRICET HHIR
UABIZETHMED YL, FKIEMEIX G arboreum. G herbaceum .
G.barbadense . \) G. hirsutum D 4 i TH D, BIEEEINTNDL T X DT L
N EIN G. barbadense }: O G. hirsutum TH Y . BV OS2 o,

3. AFEHEENVECLEEICET 5FIR
T XE, SVR—I ROV e T al) A REEE (AN Vg AT L
7V UBE O R 27 L2 ) Uig) NEEhTW5, ITUR—LT, BEEE)
PNZIN T, BBAREER, (KERED RO RS 2L (B 3) . vonm
Tu) A FIEVRgRIL, BEORFICREEZEZ T2 s Tnd (R
), THUD L. MO TR CREMLUIRE SHD = L AHE Sh T
% (BB, 6) .

4. PUILX—FREICET SE1E
U HIE, EERT VAR —FHRERM L ITB LTV RN,

5. MEEONERF (VMIILARE) ITFELEIATULGELN EICETAEER
T ZNE E R N T A VAR L DR FEIRENRETH 2 ENHHIL TV DD,
BN E MO LU TREBEMZRT 2 SRS STV,

6. REGERICEAT HHEH

T ENBELNDMEMEONY =0k LTRSS, V¥ —Id,
BN T &SN TRMOBMAIEICHW DL, fEmZ. M, ~—FJ oo
JFEHE L L CRIA SN D,

7. EBOEVMEICET 5EE
T X BOUFEDOE 2L, IV R—ANEENTNDEZEDRHLNTWD,

Fa4. RNy —ICHTHEH
1. BB UVHREICET 53E8
7 % MONS88702 DEHIZMHE M L7 B A 72 A X K PV-GHIR508523 D44 &
FAEIIZ, 77 A FpBR322, 77 A3 K pRi (I SEHE SN,

2. HEICEHI 5ER

(1) DNA OHEIEH N OF O FEEIS % 9 3 1H
MAF 7T A3 K PV-GHIR508523 D AME k& fEiet oD 5 Ko%K OV L Bi 11
oMM TNSE (BRT)



(2) HIMREEEIC X UK Z B9 % 31
MAH 75 23 K PV-GHIR508523 DAMVE k& felik I [REESR 12 L 5 Uit
XIZEA S 0272 > TNV b,

(3) BEROAEHRIERS 2 & F 7202 L IZBd 2 FHIH
WA 7T 23 F PV-GHIR508523 D AME A& FEIR O FFLAIZH] & 22 7
STERY ., BEHOAERIERYILE FI TV,

(4) HHNMMHEE IR 2 HHE
A7 Z %3 K PV-GHIR508523 OAVE& A IC X, x4~ A > v KO H
F~ A Ui E AT BT D nptll iR EENTWS,

(5) fEEEMEICEIT 5 1
A ~7'F A2 3 K PV-GHIR508523 OAMVEASFEIRIC L. (G4 AIRE L T A1
Bl A G AVAS AN

5. HADNA, BEFEY. YLITRBERI 2 —OEEICEHT HEE
1. A DNA D ERICEIT 5HIF
(1) AR, HRAORICET 2 HIE
WE cryb1Aa2 a1 O HAKIL. B. thuringiensis EG2934 £ TH 5 (&
M)

(2) ZEeMIZEET 5 FHHE
WA cryb1Aa2 Bin T OHG5ARTH D B thuringiensis \IZOWTIEL, E b,
FEEA~DIFFNER T LA AR ST,

2. #HADNAXITEBEF MEPEHREYT—H—BEFEEL. ) RUZTDEEF
EYOHEICEY 5518
(1) HABEETDOIa—=2 T LA FIEICRET 2 FIH
WE cryblda2 Binf1E, avF a2 v HER~ORBEEZHFEIC, B
thuringiensis EG2934 ¥k b Bl S 7284 Cryb51Aa2 # XV B % a—
N5 cryb1da2 Bin TSN ZEIZERI N (S 1)  FBIEMEE MRS
%728, PCR & W T E R A FAE NJEIZ Lo T, 94 Cry51Aa2 # >
RGO FTICT 2 BREBN YL DENZ 3 T 2V BRRENEASIND KD
IZWEZITo T2 (ZH8)

(2) HEHE OGRS & HIREE SR 12 & 5 O [X 12 BE 5 5 SR
WE crys1AaZE 3B >~ M & GLT-DNA Tik (£1) KkQPaadAdE
BRIy & EHT-DNATGR (£ 2) OIS, HEERLS K OV BRES



FNZ X HUIWTHIIZEA S 2> T D (BT

(3) fHANEIEFOMEEICE+T 5HE

WE crys1Aa2 BIn 1052 — RT3 HWE CryblAa2 # /37 EI1E, — ki
Cry # /X7 B ERIFRIC, ERFRICERSNDS EEbSTEHa T & X
7EE700 FIBER L, BRI LA TR L O RIEEE T (&
M9

W2 Cry5lAa2 # v /X7 B, BFERENTH LIEBRO I A LB R OT ¥
R U~ HIZBET AREDERICH L TEWRRIEEZ RIS, #@xDoa v Fa
U HEBRICH LTIV RIEEE R T LSS0 D (B 10)

2 Cry51Aa2 % > "7 'F L BER DMLY 37 8 L OREEMIFEMEOf %
MBI D728, mEX VNI ET —H _X—2 ak W CHREMERZ Z1T-> 72,
ZDOFER, Erscore 73 1 X105 L FOMEMEZ ~T DL LT, 7=r ) TP K
X7 7 IV —FURTEIZEIND T X BESN 1 (GI-
1102943401) i &7, = GI-1102943401 FEHNICHWT, X LRI 'ET
—ZNRN—=2 bEHWTHRERZIT oo R, IZHBA~OFERH S0 RBEm o7
T Y7y I V=R HEOHRBMEITRO Lo Tc, IHIT, &
2 Cry51Aa2 & /X V'EDOT X VRS E R A A T8 & ORMEDKREEZ 1T
ST FERZBEFE S R AL BT 2MEMEITIRVZ & 2025 2% Cryb1Aa2
2 37 & GI-1102943401 OFFERY A FRRFEMEIZ R0 5 L& 2 bl

F7o. &WE CryblAa2 # IV ENBETH ETX MTX2 77 I U —& /X7
B, KBEEICR L CaEE s &9 BETX ¥ 2 X7 E L HET D,
ETX % o ™7 BOHEMERBUCE G T 2% B AL OFr v KK (B
M 11) NZE Cry5lAa2 # L /X7 BITITAFE LW Z v s % Cryb1Aa2
BRI L BETX 7 287 GO AR RMEIX R 5 B 2 bl

B, v A E VR OSMEEMERBR O R, & CryblAa2 ¥ L X7 'F
5,000mg/kg HREOEGEIZBW T, HELRRT LT ITEEO b Rho Tz
(2H12)

L7 > T, & CryblAa2 ¥ /37 ENIFFLFICKH L CoHtEa2H 3 5 mlig
PRI EB 2 b (18, 14)

(4) piEmEIME~— D —& a5 HE
A 75 23 K PV-GHIR508523 1Ci%, AT F )~ AV FRA ML
k<A UMt R 592 aadA Bin 0, WEERRO®RK~— I —L LT T-
DNA II flicE £ TW5b, Flo, XA~ A T RO~ A v UmittE )
5925 nptll 851 PIVEREBIICFE L T, U4 MON8ST02 (I [jE{A

a TOX_2017: PRT 2017 (GenBank protein database, 217 iz 201742 H 9 H) M HMEE L T
INEE L7z 22,760 BLSI DY 7 = K,

b PRT 2017: GenBank (GenBank protein database, 217 it 201742 H 9 H) X /\/'&
61,983,812 ¥l % &t e,



FEHFELRNWT EN, R —27 =2 (NGS) fffTIC - THER I 1
Tb\éo

3. BABRGFRUESIHEBREFORERICE 5EIEICREAT 5HIE
(1) YeE—¥—IZlT5FHE
T-DNA I fEIKDOUE cryblAa2 B 1O aET—F—L, vYuaA XF X )
(Arabidopsis thaliana) © Hsp81-28fn 1D 70 —% — KN — & —Fl5]
Thsd BM15)
T-DNA II fHIK D aadA B 1O nEt—%—%, ¥yrAfXFTXF (A
thaliana) @ EF-1 alpha 81O 7ot —4— J—4—KNAf barn
LRLHESITH S (B 16) .

(2) #—Ix—F—|ZHTHFH
T-DNAT I DKE crys1Aa28nDF —I X —F—L, WV T7T7U—%F
WA 7 4 LA (CaMV) @ 35S RNA & 3’ KuiEFRR AR CTH 5 (B 17)
T-DNA II f8ik D aadA Bin 1+ DO% — I x—%—%, = N7V (Pisum
sativum) O rbeS2BAInT O 3 KimFEREREK TH S (W 18) .

(3) £Dh
T-DNA I I DL cryb1Aa2i8in 1 & N T-DNA II f8ik D aadA Bix 1O
TNENO T vE—F— LFIZ, PN TOREL ED 5729, Figwort
mosaic virus (FMV) ® 35S RNA O —ES 2 A LT,
T-DNA II f83(2 1%, v v A X+ XF (A thaliana) @ 5-— /) —/L /L EL
T IWE-3- Y UERGEES (EPSPS) OIERLAHIL ST T NEEZ 2 — K LT
W5 ShkGi8ia 1D CTP2 5% —77 4 > 7B &=E&Te (2 19) |

4. RYyB—~0EADNA DS EICEET HEBIF
HAHTZ A K PV-GHIR508523 1%, Hf] 77 A I RIZHVE#GEEL, T-DNA
I O T-DNA II fEIk 2 AT 5 Z L Ic K » THE S L,

5. BEIIhEHRBEARI 2 —ICET5EIR
(1) HEEEHO QMR ELES & HIPREE R K 2 WX 2 B9~ 5 S5 1H
AT %3 F PV-GHIR508523 D Huss . Ha K e OVHIFREEE 12 L 5
BIWr I XA & 00272 > TV 5 (B T)

(2) JFAIE LT, REIICE EICEASND LB 2 NL BT 2 —NOBLS
IZix. BRILSND & o B B BN TR T 24—V —F 1 77
L—AREEN TN &

MAF 77 A3 F PV-GHIR508523 D4 TOHEEHNIIH S N2> TE
D, BIIUAND X R B RBT 4 —F )V —F 07 7L —2A (ORF)

10



XEENR TR (B 13, 20)

(3) fEEICH L THWSEAFEICBWT,

HT DA BN 7 —

THLNLTHD Z &
HAMTZZ %I F PV-GHIR508523 @ T-DNA I fHik® RB 75 LB £ TT

b5,

(4) BALLD ET0HI~NT F—
NTnsZ
HAH7Z 23X FPV-GHIR508523 |3

&

X, HRAAOBIFORAD RV LI D ik S

PUEM B~ — 0 — & R T2 igEk

IZRo Tk ENTEY . BRI OEBLEFDIRAITR W Z & 23 RS O fEtT
(\Z Lo Tﬁﬁmu é_i ZFL“CU 5

6. DNADBEADEAFEZRUXREICEET 5F1H
A 7F %3 R PV-GHIR508523 @ T-DNA fEif A 7 7' 1 N7 5 U 7 LAHEIC
F o THEEITEASL, AT F ) v A 2 U %548 U CHAMK L2145

7= IRIT

BofbliiEz B L TH 55 R HARUIZIR W T, T-DNAII 2 A

=9, T-DNA [ ik % K€ THTHEEEZEE PCRIEICL > TE&EK L, —&1
U DOFERT vt A THEEZITV, U 4% MONSS8702 % 15%7-,

#1 U % MON88702 ~Dffi A DNAD (T-DNAI)

#ipk DNA

H 3k M OB RE

RB

T-DNA % x5 BRICFIH S 5 AR Es %2 &L
Agrobacterium tumefaciens H £ ® DNA 78k

(W cryb1Aa2 Bl 138t~ )

FMV

TN —EL
Figwort mosaic virus (FMV) @ 35S RNA O 2 —
HEHIN CTOBRE %2 b 5,

—

Hsp81-27 0 —#%

70— X —Etg

A X XS (A thaliana) HROB = v 7 & R 7E
(HSP81-2) o7 mE—4#— KN —& — iy YHilaN T
DOEFE IR E 2583 5,

WE cry514a2

B. thuringiensis AR DSZE CryblAa2 ¥ /X B a— K
T 58T

FEDIALVH, 7THPIUVHEKOa v F o v HFERITK
T AHEPEET 5T 5,

358 4 — I R —

§__

Ho— 3 p— K —fElk
BV 75T —FHPF AL A4 A (CaMV) D 358 RNA ® 3’
R I F ERH AR A Iug

11




R BEDKENR N mRNA ORY 75 = /U a g4 5,

LB

T-DNA ZAnET 2 BRICHH S b AR B 2 & e
A. tumefaciens 3 DNA fEI

*2
HA)

7 % MON88702 ~Dffi A DNA® (T-DNA II :

BR~——& LTI

#ipk DNA

H 3k M OB RE

LB

T-DNA ZaEd 2 BRICHH S 6 A REE R B = & Te
A. tumefaciens 3 DNA fEI

(aadA Bin 3880

v )

E9 % —Ix—4—

52— x— 4 —EIk

= R (P sativum) @ rbeS2E&TD 3 KiunIEEIRHE
%

B EDORAE L O mRNA ORY 75 = b2 #HET 5,

aadA

Escherichia.coli D -7 ARV > Tn7 HEDOT I ) 7V a
v N T fEi

ARG F ) <A R ORANVT h~A v UittEE A 5T
ol

CTP2

2 =0T 4 v TR

vuA XF XS (A thaliana) O shkGELETDOX—7T 4
vl

HIy % o307 B a TRk R A~k 5,

EF-la 72t —X%—

7o — X —Et

vuA XF XS (A thaliana) O EF-lalpha&fs 107 2%
—H— V—=F—kOAf v tar
HBVBRFOEERALZFHET D,

FMV TN A
Figwort mosaic virus (FMV) @ 35S RNA O\ —
FEHIN CTOBRE %2 b 5,

RB T-DNA Z =3 2 BRICHIH S o AR R ey &2 &t

A. tumefaciens H13& D DNA fHEIk

6. MBEAKICET
1. BEBEFEAICH

(1) ==Kk OHR ARSI

SEH
ERGE 37
B9 5 FIH

7 % MONS88702 N O\ FEfHA 2 U # /x5 4 7 - DNA ZHiH L. NGS f#tT %

12




ITOTRER, W7 ) D BEtAfE LT Y — R D TEE 43, 22 82
K80 Thotz, AT Z7AI NEMEMEZET LY —RERHL, 74X
MONS88702 D7 ) LEHET TA AL b5 ETHANBIGFE VX ) A
& DEAEREZRE L=, W7 ) AZE T DA O E A MR LTS8,
7 % MONS88702 TiX7 / LD 1 DT 2 DDA TN E S 7oy, FER
Az U X TIEIZIN D OHEEHEBIIER SN o7z, 72, 74 MONS8702
D NGS f#trr G 7c ) — FREOEAH 77 2 3 K PV-GHIR508523 D
FNZ DU THARIMERENT 21T - 725 . T-DNA I fEi O TTE X RfEm2s 79,
BICTUREEN 42 THY . 7 % MONS88702 » T-DNA I &z H/=> T VU —
R En=b oo, T-DNA T fEE K OSME R & AR RO & 2 Bl
RSN notz, LLbEds, U % MON88702 4 7 AiZix T-DNA T fEf
R N5 e =t —F-ﬁﬂéyh T-DNA II fE M OSE A 7T A 2 % DIVERS
FEIIFE LN EDRMER SN, SHIZ, U4 MONS8S8702 |[Z81F 5EA
AL O AFEIIC DWW T PCR FEEW DG EERCH 2 fRHT L. %J\ﬁﬁ AN %
® T-DNA T i & g L7255, MFIIR—Th 5 2 LR (B

21) .

7 % MONS8702 (Z4f A\ & 4172 DNA O IR K& O EEE 512> T PCR
KOy — 0 v AT 2 AT > TofE R FAMLEIZIB VT, NIEMERLAIIC 244 bp
DREF DN 4 bp OFINBHERR S T8, Z DI OUTEREFN DU CTIE KR
DIz U2 L —F L, BAE G OIEEERADEES ) LHETHLZ &
DRI (B 21)

T-DNA OfFAIZL > T, VX RNEEBEEFREZDILTWRN T & 2R
T HIOI, 5 R ERS] (1,642bp) . K& L7=NIEMALS] (244 bp) K
O 3" R fEREc %] (1,959bp) I2DOW T, T —H _X—2R e& T blastn & O
blastx iR Z 1T o717, ©DO#ER. blastn FiZZ Tl Escore 78 1 X106 LL FOHE
FERCHI DS HERR S AL72 25, AHEMEIX 95% LA FTH Y | blastx MiZE Tld Escore 3
1X10LL FD7 2 Eﬁﬁaﬁu IRO BN oT=, L2 -> T, T-DNA Offi A
IZ &> TIEEONEMBE TN E L Z T ARt MEV e B 2 b,

(2) =TV —=F 477 L —LOFENTE DERE K OFEH O A HEMEIZ 4
B 2

7 % MONS88702 ™+fi A DNA fEi (3,143 bp) & 5’ KimirfHRcs] (1,642

bp) &O'U % MONS88702 Dffi A DNA ik (3,143bp) & 4bp OfIHINE&Te

3’ R BFRCS (1,963 bp) & DHEGEIZIBWTERK L2\ ORF 234 U T

¢ NGS fif#hriz L » TR b N5 50E bp OHRIERSI DN, AHBRTIE, 1V — FofEEEAS
#9125 bp & LT, DNA Wy O iism OB IEELY 2 A H > T b (X7 U — Rk

d KED DNA (77 7 A DNA K ONEAR 1) (ST 2 REHIFRNT O a1 2 7~ 9~ R, ARRER Tl

1 a ' —CHET DB ONTEMEIE FOILRELZIRIEE L, ZOHIMEN 76 DL L R D 5&MET
FAAT % FE it

e EST 2017:GenBank. NT 2017:GenBank. NR_2017:GenBank
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RN EEERT HTOIT, 6 DOFAEZEB T ORF B E1T o7, & Db
%\%E:F/ﬁgﬁmnFyiﬁmﬁﬁﬁé87i/%ui@%é%%%¢
ORF 8 10 AW &7 (B 22) |

B &= ORF (oW T, T—F_X—2ZAWTEEE T LV7F v K OFE
Z NI L OMFMRR AT o ToRi R, e T 5 80 77 X/ L Lol
DNT 35%LL EOFEFEMEZ R~ T B L ONERET 5 8 773 /Mﬁﬂﬂ#ﬁfé
BoANX AW 7Z S g, BERO T L7 v B OGRS X7 8 & OFRMETER
Lotz (B 22)

7 % MONS88702 Offi A DNA fEIIZI W T, BEEDO@EMES X7 F L OF
FIME M HH &7z Erscore 723 1X 103 L FTH D 1 HOBHNIX, #5-2-(3)
IZTCERINTZH R IETHY, LEEDR->T, BEMOT LIVFE L ks v
NRIEROFEAEWEOH D 2 R E L OMEMEIZRD bNirotz (B
8 20) .

RB FMVT oot — N crybiAaZ LB
v v
(T7 1)
f A
DMNA4 bp
Palz7OTE—5%— I589—F—A—

X1 7% MONS8S702 (Zffi A = #17- DNA (#E[X])

2. BEEFEYOHEBZIAERNICHE T HRREAMA. RERBARUVRRECEET 5FE1H
7 % MONS88702 0¥, 2. MK OHE 12 81F k% Cry51Aa2 % > /37 ED
S8 8% ELISA IEIC Lo THOMT LT, MRIIER3IDELEBY THD (B 23) .

#F3 UX MONS88702 (ZF\F A% CryblAa2 ¥ o /37 E DRl &
(BT ngl/g WoMeE)

WaNiip ikiiad 7 Cry5lAa2 & v /37 E DI
i 3 1000~1200
TR 190
16k 2.6
1 130

* I 2~6 BN L OBREH . IR OFER A BRTEH], M7 13T D EE R LT,
3. BzFEWM (4VVEH) —BEEENBEORELGRZSDHIHNENICHT

SEH
U ZINBAPES D FE I, MENOER, ek R Szl (RBD
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FA ) W ED VU % —ThH D, RBD A A /W IIH IR AE ARG D 7 X
JELNEENTELT (B 24) . BHY 2 —1399%LL LR —2ThH
% (B 25) , & CryblAa2 # VX7 EPMUICEGF LT E LTH, Z0O=E
ZT<KENTHY, —HEABIRE~OEETI W EEZI NS,

4. BEFEY (210 8) OF7 LILX—FREICET SEE
(1) FHABEFOULRDT LL X —aF5 M
WE cryblAa2i&ln O 5K CTH 25 B thuringiensis \(ZOW T, 7 LLF
— R IEOWME L7,

(2) BT EY (XX E) OFT LLX—iiHt
W CryblAa2 % L /X7 'BIZHOWT, 7 LAF—aFRMEOWEIT 20,

(3) BiaTEY (o378 OWE LSRRI 2 B IR T 5 5 H
O ANLHRIZHRT DIz

B. thuringiensis TR X H72WZ CryblAa2 ¥ "\ 7O N THEH TD
HAEPEIZ O W CHERR T D729, SDS-PAGE AT ONY = A X 71w MgHT
EITo TR, TR OWE CryblAa2 # /37 B IXEERBIME% 0.5 0 LANIC
HlbSnD Z LR Sz, MOz n T, RERFELEE 0.5 7 LANIZH 31
kDa OWr i BEIEE S 72Dy, 2 3 RICITBIE S Ve d > 7z, SDS-PAGE 4341
WX, RERBELAEZ 0.5 2 LINICHKY 4 kDa O 23BIER S =03, 20 73 LANICTE
KLz (ZH26) .

ZDH) 4 kDa OWr i OWEALIEIC OWTHERR T 572 DI N LHIRLEEZ 2 5
W4T > 7212 1208 L C AN LIBIRAEE 21T - 7266 K. SDS-PAGE 34z T
N LRI 0.5 57 LINICTH RS 5 Z L DSise S ihviz (R 26)

@ ANTIFRIZ Kk 5 sz
B. thuringiensis THI X H72WZ CryblAa2 ¥ "7 E DO N TIGHEH TD
HALEIZ O WTHER T 272Dy 2 A X T a y Mo adTo T2k R. ABRER
I 24 FFREIZ ICB W T B HIb S Ve o 72 (B 26)

@ INBGLERIZ %9~ 2 sz Pk
B. thuringiensis THI X B 7% CryblAa2 ¥ > /"7 G O IEMLER | Z %t
DB OWTHER T 572, 25, 37, 55, 75 KN 95°CTENLEI 15 4
[H & O 30 s3 [EINELER L, ELISA 754 21T - 72, 55 CLL DWW 3 1o il
PR C b B BEPRFVERTG & 72 0 | & CryblAa2 & /37 E X, INEGLELC
Ko TRERICHEZ KD Z Nz (B 27)

(4) BinfEw (Zon"7E) EBEHMOT LVG» (0T R B B
TR NI B EE, UTT VLT %, ) & OREMEMEICE T 2 95H
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W2 CryblAa2 # o /X' L BRI T L L7 v & OREEMRINE D A #E 2 e
T 57212 AD_2017 Z AT FASTA 702 ) X A OHREMERREE 21T - 124
. E-score 7’ 1 X105 LL N ORI 2 R BLAIEMRH S ve o 72 (BHR 13),

F7o, HHT 5 80 7 X/ EELL EDOEISNCOWT 35%LL EOFEFRIMEE AT 5
BEEHIOT LV KON 5 8 7 2 BARCHIIN —E T 2BEE T LV IR A
WiEEN o T,

(1) ~ (4) KOEIAS. NHRERIZHE L, %2 CryblAa2 ¥ XV &
IZOWTIE, T UAFT =M E RET AT — BN & 2R LT,

5. HBRAKICEASh-BEFOREHICEAT 5EIA

HBASINTEBETFOBRICBITOIRZEMZMHER T 2720, 5 o U X
MONS88702 Db &=/ 2 DNA % W T NGS @t 217~ 7=, %
DOFER, FHRITEB O TEANBE T L OBAHEIID 2 SRt S, HAEG R
R TZEL TS Z ENMERSN (BH21) |

F7o, W CryblAa2 & o ™IV EORBLOLEMEZ R T D701 5 RO U
Z MONS88702 DIEIZHONWT T = A X Ty Myl afTo i, kL=
PFHOMARTHUWZ CryblAa2 ¥ L 7 BORBBHER S (BE28) |

X512, U MONS88702 IZHfi A S NL7- 51 DB A2 el 3 5 72912,
3D T 2 MON88T02 (22 THi AT n 1 D HIfF oy BlELL & SEHIME 2 bige L 72,
ZORER., BABRIE, AT AOGEEOIEANCE SO THRIZEBE LTS
ZENRENT (B 29)

6. BEFEY (U0 E) OREBEB~AOEEICEET 5E1H
WA CryblAa2 # VXV EBEERIEEZ RO &L OHRE TR, LN - T, &
25 Cryb1Aa2 & o /3 7 E H3 5 EOMRBRRIK I E L LT T Rt iEn & & 2 5
i,

7. BELDOERICET SEIR
KEDOIES THES S =7 ¥ MONSS7T02 M OEMIAZ U # DV v X —Z% R
TEFEAIZOWT, EERRRER Y. 7 IRk, IEIERRER. I xR T VHE, B X
LUVH R OAEAEEMEFEDO ST ATV, FEHERA B ZEICOW TTRETINT
bz (ZH30) .
(1) FEZAERASY
O FERER Y (X7 - IRE. Ko, IR, BT 4 — =
> NHE, HHET X — T = v MRHE R O BEHE) (2 OW T 21T - T4
R, JUCHWT B 2 U Z & ORICHEHFIIAE BRSO LIV, 7
DONTLETH> THLHMEOHEHHN ThH 7= (B 2) |
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(2) 73 BeHAR
D7 2 /g 18 FEEICOWTON 21T o 7k R. sIRICHW - IE/# 2
U &L ORISR A BEZEPBDO LN T,

(3) MENilRALRK
M ONENIR 14 FIEICOWTOIT 21T o 72fiA, 7 R RIS W29k
M2 U 2 & ORICHEHFRIAEADNRO bR, 77U Ui (C12:0) ZFx
& LMMEDFHNTH 72 (B 2) . 70 VU Uk (C12:0) O FHfEIL, Codex
THE SN TV DMERICBITLHHNTH-72 (R 31) .

(4) IXT V4
FEFDANT T LR AZDNTHW AT o TR, RIS T2 IR
Z U X EDOMITHERIFOABENBD LNRWVD, BOLNTEHATH-TH
THMEORPFANTH -7 (B 2)

(5) %3 ¥H
FEFDa-ha 7 za— /L OWToOITE T oG R, I W IR/ 2
U & L ORI A BN bR o Tz,

(6) AEABLIEYE S
T OIS R—L, WIS R—L, <~ VR AT VT Y VRO
Db RRRAT AT Y UEBIZOWNTONT 21T o iR, SRRV - IE A 2 U
2 L OMICHEHFRIAEEDR O bR T,

8. H/EICH(TSRRF. RAFICEHT H45H

KENZBW T, KEEMLERLT (FDA) 1Sx L TR - Sk e L T4
MEAEDTZ O DHFENTHOIL, 2018 4 9 HIZLEMEDOHEZENHE T Lz,

BFHIZBNTIE, T2 RE#E (Health Canada) 2k L TEREME L TOE
EMHEEDO R L O T A BERET (CFIA) 24 L CEREE - filkl & LCoZies
PESRR D T2 O DO HFFENTHOI VTS 2018 4 8 H I EMEDOMERRIHE T Lz,

A=A N Z VTR NR=a— =T RIZBWCE, A— AT UT « =a—
—Z v FAEMLLUERER] (FSANZ) 125 L TR E L TOLEMERDFFHNTD
Fu. 2018 4F 8 AIZLEMORERB KT Lz,

9. RIEAKICEHT BEIHE
7 % MONS87T02 D#ls 71k, kDU X LELTTh D,

10. BFOREERUEEAKICEET HEIE
7 % MONS88702 Off1- DYk OVE L X, kDU X LRI THD,
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$£7. F2. ho¥6. FTORRICIYRLEDANRAFOATHLLEIMESIZBE

TEH
F2. MOHH6. ETORBEICIVZEMEOMANRFTELNTND,

. EREECEFMmER
(B ALVE, 7HIv~EARONar T o v B EREHMEY % MONS8ST02 Akt

IZHOWTCik, BEs BN FEEY) Ok Pk 16 41 A
29 HEMEZEZBEIRE) IS FHMM LR, b FofdEL2#E % > Btk

U &I L7,
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